




























































http://people.bu.edu/tigga/Kingston%20et%20al%202003%20--JTE.pdf


 

2496-2497. 

Saitou, N. and M. Nei. 1987. The Neighbor-joining method: A new method for reconstructing 
phylogenetic trees. Molecular Biology and Evolution 4: 406-425. 

Sambrook, J., E. F. Fritsch, and T. Maniatis. 1989. Molecular cloning: a laboratory manual, 2nd 
ed. Cold Spring Harbor Laboratory, New York, USA. 

Smith G. C. and Agnew G. 2002. The value of 'bat boxes' for attracting hollow-dependent fauna 
to farm forestry plantations in southeast Queensland. Ecological management & Restoration 
3: 37-46. 

Thompson, J. D., D. G. Higgins, and P. J. Gibson. 1994. CLUSTAL W: improving the sensitivity 
of progressive multiple sequence alignment through sequencing weighting, position-specific 
gap penalties and weight matrix choice. Nucleic Acid Research 22: 4673-4680. 

Xia, X. and Z. Xie. 2001. DAMBE: Software package for data analysis in molecular biology and 
evolution. The Journal of Heredity 92: 371-373. 

 26


